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.a No. Row Column GeneSymbol Clone ID Uniprot ID Protein names 抗体名 疾患名 sample No.1 sample No.2 sample No.3 sample No.4 sample No.5 陽性検体数

2 3721 26 121 [A1BG] FLJ78372SAAN P04217 Alpha-1B-glycoprotein (Alpha-1-B glycoprotein)- - 3.0 0.0 1.1 1.4 5.2 1

2 181 2 37 [A1CF] FLJ20317AAAN Q9NQ94-4 Isoform 4 of APOBEC1 complementation factor (APOBEC1-stimulating protein)- - 0.2 1.1 5.7 0.0 2.8 0

2 11042 77 98 [A2ML1] FLJ06100AAAF(RM)A8K2U0 Alpha-2-macroglobulin-like protein 1 (C3 and PZP-like alpha-2-macroglobulin domain-containing protein 9)A2ML1 天疱瘡群 2.9 9.5 4.8 1.4 0.0 1

1 9609 67 105 [A4GALT] FLJ93377AAAF Q9NPC4 Lactosylceramide 4-alpha-galactosyltransferase (EC 2.4.1.228) (Alpha-1,4-N-acetylglucosaminyltransferase) (Alpha-1,4-galactosyltransferase) (Alpha4Gal-T1) (CD77 synthase) (Globotriaosylceramide synthase) (Gb3 synthase) (P1/Pk synthase) (UDP-galactose:beta-D-galactosyl-beta1-R 4-alpha-D-galactosyltransferase)- - 0.3 4.9 2.8 0.0 2.5 0

2 11317 79 85 [AAAS] FLJ20826AAAF Q9NRG9 Aladin (Adracalin)- - 8.0 1.7 1.7 2.5 0.9 2

2 10900 76 100 [AACS] FLJ12389AAAF Q86V21 Acetoacetyl-CoA synthetase (EC 6.2.1.16) (Acyl-CoA synthetase family member 1) (Protein sur-5 homolog)- - 2.6 6.3 2.3 0.4 1.2 1

1 5887 41 127 [AADAC] FLJ82145AAAF P22760 Arylacetamide deacetylase (EC 3.1.1.3)- - 0.0 3.3 1.9 0.9 0.0 0

1 1123 8 115 [AADACL2] FLJ81434AAAF Q6P093 Arylacetamide deacetylase-like 2 (EC 3.1.1.-)- - 3.3 1.0 1.3 2.1 3.2 0

2 1324 10 28 [AADACL3] FLJ45931AAAF Q5VUY0 Arylacetamide deacetylase-like 3 (EC 3.1.1.-)- - 0.4 3.5 3.2 6.8 4.5 0

1 7350 52 6 [AADAT] FLJ95590AAAF Q8N5Z0 Kynurenine/alpha-aminoadipate aminotransferase, mitochondrial (KAT/AadAT) (2-aminoadipate aminotransferase) (2-aminoadipate transaminase) (EC 2.6.1.39) (Alpha-aminoadipate aminotransferase) (AadAT) (Glycine transaminase AADAT) (EC 2.6.1.4) (Kynurenine aminotransferase II) (Kynurenine--glyoxylate transaminase AADAT) (EC 2.6.1.63) (Kynurenine--oxoglutarate aminotransferase II) (Kynurenine--oxoglutarate transaminase 2) (EC 2.6.1.7) (Kynurenine--oxoglutarate transaminase II) (Methionine--glyoxylate transaminase AADAT) (EC 2.6.1.73)- - 1.2 2.0 1.7 5.0 3.4 1

2 9949 70 13 [AAGAB] FLJ11506AAAF Q6PD74 Alpha- and gamma-adaptin-binding protein p34- - 3.3 0.6 0.4 7.5 0.8 0

1 1811 13 83 [AAMDC] FLJ21035AAAF Q9H7C9 Mth938 domain-containing protein (Adipogenesis associated Mth938 domain-containing protein)- - 0.7 7.5 1.7 0.4 3.4 1

1 13220 92 116 [AAMP] FLJ29013AAAF Q13685 Angio-associated migratory cell protein- - 4.3 1.0 0.1 5.6 2.7 1

1 2851 20 115 [AAR2] FLJ80957AAAF Q9Y312 Protein AAR2 homolog (AAR2 splicing factor homolog)- - 2.6 1.3 2.4 2.6 3.8 2

1 10546 74 34 [AARS] FLJ81877AAAF P49588 Alanine--tRNA ligase, cytoplasmic (EC 6.1.1.7) (Alanyl-tRNA synthetase) (AlaRS) (Renal carcinoma antigen NY-REN-42)PL-12 皮膚筋炎/多発性筋炎 0.0 1.7 3.8 1.0 4.3 0

1 8775 61 135 [AASDHPPT] FLJ92898AAAF Q9NRN7 L-aminoadipate-semialdehyde dehydrogenase-phosphopantetheinyl transferase (EC 2.7.8.7) (4'-phosphopantetheinyl transferase) (Alpha-aminoadipic semialdehyde dehydrogenase-phosphopantetheinyl transferase) (AASD-PPT) (LYS5 ortholog)- - 3.2 0.7 7.5 2.3 2.1 0

2 2619 19 27 [AATBC] FLJ46757AAAF Q6ZR03 Uncharacterized protein FLJ46757- - 5.5 2.4 1.8 0.9 0.0 1

1 11779 82 115 [AATF] FLJ32667AAAF Q9NY61 Protein AATF (Apoptosis-antagonizing transcription factor) (Rb-binding protein Che-1)- - 2.1 1.8 0.3 4.9 0.0 0

2 9778 68 130 [AATK] FLJ16758AAAN Q6ZMQ8-3 Isoform 3 of Serine/threonine-protein kinase LMTK1 (EC 2.7.11.1) (Apoptosis-associated tyrosine kinase) (AATYK) (Brain apoptosis-associated tyrosine kinase) (CDK5-binding protein) (Lemur tyrosine kinase 1) (p35-binding protein) (p35BP)- - 0.0 0.3 0.0 0.5 1.2 1

2 10013 70 77 [ABCA11P] FLJ14297AAAF Q4W5N1 Putative ATP-binding cassette sub-family A member 11- - 8.5 1.8 7.7 0.1 4.3 1

2 9295 65 79 [ABCA3] FLJ82848AAAF Q99758-2 Isoform 2 of Phospholipid-transporting ATPase ABCA3 (EC 7.6.2.1) (ABC-C transporter) (ATP-binding cassette sub-family A member 3) (ATP-binding cassette transporter 3) (ATP-binding cassette 3) (Xenobiotic-transporting ATPase ABCA3) (EC 7.6.2.2) [Cleaved into: 150 Kda mature form]- - 4.5 0.0 1.9 6.0 0.3 0

2 13138 92 34 [ABCB1] FLJ77525AAAN P08183 ATP-dependent translocase ABCB1 (ATP-binding cassette sub-family B member 1) (Multidrug resistance protein 1) (EC 7.6.2.2) (P-glycoprotein 1) (Phospholipid transporter ABCB1) (EC 7.6.2.1) (CD antigen CD243)- - 0.4 5.7 6.8 4.5 5.5 2

2 10081 71 1 [ABCB6] FLJ84837AAAF Q9NP58 ATP-binding cassette sub-family B member 6 (ABC-type heme transporter ABCB6) (EC 7.6.2.5) (Mitochondrial ABC transporter 3) (Mt-ABC transporter 3) (P-glycoprotein-related protein) (Ubiquitously-expressed mammalian ABC half transporter)- - 3.0 2.9 0.5 9.0 0.5 0

2 1483 11 43 [ABCB7] FLJ81787AAAF O75027-2 Isoform 2 of Iron-sulfur clusters transporter ABCB7, mitochondrial (ATP-binding cassette sub-family B member 7, mitochondrial) (ATP-binding cassette transporter 7) (ABC transporter 7 protein)- - 1.7 0.9 2.8 0.1 2.4 1

1 706 5 130 [ABCB8] FLJ95580AAAF Q9NUT2-2 Isoform 2 of Mitochondrial potassium channel ATP-binding subunit (ATP-binding cassette sub-family B member 8, mitochondrial) (ABCB8) (Mitochondrial ATP-binding cassette 1) (M-ABC1) (Mitochondrial sulfonylurea-receptor) (MITOSUR)- - 1.5 0.4 1.0 3.0 0.9 1

2 620 5 44 [ABCC2] FLJ01037AAAN Q92887 ATP-binding cassette sub-family C member 2 (EC 7.6.2.-) (EC 7.6.2.2) (EC 7.6.2.3) (Canalicular multidrug resistance protein) (Canalicular multispecific organic anion transporter 1) (Multidrug resistance-associated protein 2)- - 1.0 5.6 0.5 0.1 4.0 1

1 6763 47 139 [ABCC5] FLJ82816AAAF O15440-4 Isoform 4 of ATP-binding cassette sub-family C member 5 (EC 7.6.2.-) (EC 7.6.2.2) (Multi-specific organic anion transporter C) (MOAT-C) (Multidrug resistance-associated protein 5) (SMRP) (pABC11)- - 0.5 2.1 0.4 2.6 4.1 1

2 10857 76 57 [ABCC8] FLJ56497AAAF* Q09428 ATP-binding cassette sub-family C member 8 (Sulfonylurea receptor 1)- - 5.6 1.4 2.1 4.5 3.3 0

1 1422 10 126 [ABCD2] FLJ95001AAAF Q9UBJ2 ATP-binding cassette sub-family D member 2 (EC 3.1.2.-) (EC 7.6.2.-) (Adrenoleukodystrophy-like 1) (Adrenoleukodystrophy-related protein) (hALDR)- - 8.1 0.5 3.6 0.3 3.8 2

1 4154 29 122 [ABCF3] FLJ11198AAAF Q9NUQ8 ATP-binding cassette sub-family F member 3- - 1.4 0.8 1.1 2.5 0.1 1

2 5029 35 133 [ABCG1] FLJ84450AAAF P45844-4 Isoform 4 of ATP-binding cassette sub-family G member 1 (EC 7.6.2.-) (ATP-binding cassette transporter 8) (White protein homolog)- - 3.3 2.9 1.0 1.0 2.0 2

2 13573 95 37 [ABCG2] FLJ84261AAAF Q9UNQ0 Broad substrate specificity ATP-binding cassette transporter ABCG2 (EC 7.6.2.2) (ATP-binding cassette sub-family G member 2) (Breast cancer resistance protein) (CDw338) (Mitoxantrone resistance-associated protein) (Placenta-specific ATP-binding cassette transporter) (Urate exporter) (CD antigen CD338)- - 1.3 3.3 0.5 2.3 0.9 0

1 1453 11 13 [ABCG4] FLJ82245AAAF Q9H172 ATP-binding cassette sub-family G member 4 (EC 7.6.2.-)- - 3.0 1.2 0.0 0.7 1.7 0

2 4042 29 10 [ABCG5] FLJ34678AAAN Q9H222 ATP-binding cassette sub-family G member 5 (EC 7.6.2.-) (Sterolin-1)- - 1.4 1.3 3.8 2.1 0.7 0

2 8710 61 70 [ABHD1] FLJ84557AAAF Q96SE0 Protein ABHD1 (EC 3.1.1.-) (Alpha/beta hydrolase domain-containing protein 1) (Abhydrolase domain-containing protein 1) (Lung alpha/beta hydrolase 1)- - 2.3 3.2 2.7 0.9 0.7 1

1 885 7 21 [ABHD10] FLJ11342AAAF Q9NUJ1 Palmitoyl-protein thioesterase ABHD10, mitochondrial (EC 3.1.2.22) (Acyl-protein thioesterase ABHD10) (Alpha/beta hydrolase domain-containing protein 10) (Abhydrolase domain-containing protein 10) (Mycophenolic acid acyl-glucuronide esterase, mitochondrial) (EC 3.1.1.93)- - 7.5 9.0 1.8 5.0 5.2 0

1 1132 8 124 [ABHD11] FLJ81463AAAF Q8NFV4 Protein ABHD11 (EC 3.-.-.-) (Alpha/beta hydrolase domain-containing protein 11) (Abhydrolase domain-containing protein 11) (Williams-Beuren syndrome chromosomal region 21 protein)- - 2.6 1.4 0.8 4.9 6.8 0

2 10462 73 94 [ABHD12] FLJ90542AAAF Q8N2K0 Lysophosphatidylserine lipase ABHD12 (EC 3.1.-.-) (2-arachidonoylglycerol hydrolase ABHD12) (Abhydrolase domain-containing protein 12) (hABHD12) (Monoacylglycerol lipase ABHD12) (EC 3.1.1.23) (Oxidized phosphatidylserine lipase ABHD12) (EC 3.1.-.-)- - 2.9 3.3 5.5 3.0 8.1 0

2 3477 25 21 [ABHD12B] FLJ46607AAAF Q7Z5M8-5 Isoform 5 of Protein ABHD12B (EC 3.-.-.-) (Abhydrolase domain-containing protein 12B) (Alpha/beta hydrolase domain-containing protein 12B)- - 3.2 6.0 0.9 4.9 0.9 0

1 4826 34 74 [ABHD13] FLJ42874AAAF Q7L211 Protein ABHD13 (EC 3.-.-.-) (Alpha/beta hydrolase domain-containing protein 13) (Abhydrolase domain-containing protein 13)- - 1.6 1.4 0.1 4.9 1.7 1
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